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<210> 1 
<211> 1086 
<212> DNA 
<213> Zea mays 



<220> 

<223> Nucleotide sequence for the maize GDP-mannose 
pyrophosphorylase gene 



<400> 1 

atgaaggccc tcattcttgt cgggggtttc ggaacccgcc ttcggccttt gactctgagc 60 
ttcccgaaac ccctcgtgga ttttgcaaac aagcccatga ttctgcacca gatcgaagct 120 
ttgaaagaag ttggggtcac agaggtggtt ttggctatca actatcgccc agaggtaatg 180 
attaatttct tgaaggactt tgaggataag cttggcatca caattacatg ctcccaagag 240 
actgagccct taggaaccgc tggccctctt gctctagcaa gggacaagct tgcggatgga 300 
tctggccagc cattctttgt cctcaacagt gatgtcataa gcgaataccc atttgctgaa 360 
ctcatcaaat ttcacaagtg tcatggtggt gaggcaacaa ttatggtcac taaggtggat 420 
gaaccatcaa aatacggtgt tgtggttatg gaggaggcaa ctggcagggt ggaaaggttt 480 
gttgagaagc caaaaatatt tgtgggtaac aagatcaatg ctgggattta cttactgaac 540 
ccatctgtcc ttgaccgcat tgagctgagg ccaacatcaa ttgagaaaga ggtcttccct 600 
caaattgcag ctgatcaaca gctctatgca atggtccttc caggtttttg gatggatgtt 660 
ggtcagccta gggactacat tactggcttg cgtctttatc tagactcgat taggaagaaa 720 
tcagctgcca agctagctac tggagcacat gttgttggca atgtgctggt gcatgagagc 780 
gccaagattg gagaaggttg tctgattggt cctgatgtcg ccattggacc tgggtgtgtt 840 
gtggaggacg gcgtgaggct ttcccgctgc actgtcatgc gcggcgtgcg tatcaagaag 900 
catgcttgca tctcaaacag cattatcggc tggcactcaa ctgttggtca atgggcacgg 960 
atagagaata tgactatcct gggggaggat gttcatgtgt gtgatgaggt gtacagcaat 1020 
ggcggtgttg ttctcccaca taaagagatc aagtcaagca ttctgaagcc tgagatcgtc 1080 
atgtga 1086 
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<210> 2 
<211> 361 
<212> PRT 
<213> Zea mays 

<220> 

<223> Amino acid sequence for the maize GDP-mannose 
pyrophosphorylase 

<400> 2 

Met Lys Ala Leu lie Leu Val Gly Gly Phe Gly Thr Arg Leu Arg Pro 
15 10 15 

Leu Thr Leu Ser Phe Pro Lys Pro Leu Val Asp Phe Ala Asn Lys Pro 
20 25 30 

Met lie Leu His Gin lie Glu Ala Leu Lys Glu Val Gly Val Thr Glu 
35 40 45 

Val Val Leu Ala lie Asn Tyr Arg Pro Glu Val Met lie Asn Phe Leu 
50 55 60 

Lys Asp Phe Glu Asp Lys Leu Gly lie Thr lie Thr Cys Ser Gin Glu 
65 70 75 80 

Thr Glu Pro Leu Gly Thr Ala Gly Pro Leu Ala Leu Ala Arg Asp Lys 
85 90 95 

Leu Ala Asp Gly Ser Gly Gin Pro Phe Phe Val Leu Asn Ser Asp Val 
100 105 110 

lie Ser Glu Tyr Pro Phe Ala Glu Leu lie Lys Phe His Lys Cys His 
115 120 125 

Gly Gly Glu Ala Thr lie Met Val Thr Lys Val Asp Glu Pro Ser Lys 
130 135 140 

Tyr Gly Val Val Val Met Glu Glu Ala Thr Gly Arg Val Glu Arg Phe 
145 150 155 160 

Val Glu Lys Pro Lys lie Phe Val Gly Asn Lys lie Asn Ala Gly lie 
165 170 175 

Tyr Leu Leu Asn Pro Ser Val Leu Asp Arg lie Glu Leu Arg Pro Thr 
180 185 190 

Ser lie Glu Lys Glu Val Phe Pro Gin lie Ala Ala Asp Gin Gin Leu 
195 200 205 
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Tyr Ala Met Val 
210 

Asp Tyr lie Thr 
225 

Ser Ala Ala Lys 



Val His Glu Ser 
260 

Val Ala lie Gly 
275 

Arg Cys Thr Val 
290 

Ser Asn Ser lie 
305 

lie Glu Asn Met 



Val Tyr Ser Asn 
340 

Ser lie Leu Lys 
355 



Leu Pro Gly Phe 
215 

Gly Leu Arg Leu 
230 

Leu Ala Thr Gly 
245 

Ala Lys He Gly 



Pro Gly Cys Val 
280 

Met Arg Gly Val 
295 

He Gly Trp His 
310 

Thr He Leu Gly 
325 

Gly Gly Val Val 



Pro Glu He Val 
360 



Trp Met Asp Val 
220 

Tyr Leu Asp Ser 
235 

Ala His Val Val 
250 

Glu Gly Cys Leu 
265 

Val Glu Asp Gly 



Arg He Lys Lys 
300 

Ser Thr Val Gly 
315 

Glu Asp Val His 
330 

Leu Pro His Lys 
345 

Met 



Gly Gin Pro Arg 



lie Arg Lys Lys 
240 

Gly Asn Val Leu 
255 

He Gly Pro Asp 
270 

Val Arg Leu Ser 
285 

His Ala Cys He 



Gin Trp Ala Arg 
320 

Val Cys Asp Glu 
335 

Glu He Lys Ser 
350 
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